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pathogenicity island LEE, 4426 
penicillin-binding protein 1b 
alanine stretch scanning mutagenesis, 
4761 
penicillin-binding protein 3 
enzymatic activities, 6005 
periplasmic protein 
synthesized in spheroplasts, 2073 
phospholipid composition and transcrip- 
tion, 2872 


PII signal transduction protein 
receptor interaction, 4354 
structure/function analysis, 4342 
pre-16S rRNA 
starved cells, 4457 
preprotein translocase 
SecA-SecY subunit cross-linking, 5699 
prB mutant, 956 
prolipoprotein diacylglyceryl transferase, 
2944 


proP P1 promoter 
repression by cyclic AMP receptor pro- 
tein, 2410 
proteins induced by benzoic acid, 7595 
PspF enhancer-binding protein 
autogenous control, 5232 
R478 plasmid 
ter cluster, 63 
raffinose plasmid pRSD2 
RafY porin, 5783 
rcsB mutations 
colanic acid capsule synthesis, 4328 
recA mutant cells 
ExoV activity, 880 
stability of linear DNA, 880 
rec] gene 
IF3-mediated suppression of GUA initi- 
ation codons, 6705 
RepAl 
plasmid replication control, 3823 
RepAI protein 
RepFIC piasmid replication, 2163 
rfb region 
IS] elements and polymorphism, 3232 
rho mutants 
plasmid incompatibility, 5789 
RIB element 
goaG-pspF intergenic region, 3095 
RNA polymerase a-subunit C-terminal 
domain 
transcription from the mir promoter, 
6187 
RNA polymerase Eo** holoenzyme 
stimulatory effect of trehalose, 3649 
RNA polymerase major sigma factor 
monoclonal antibody epitope, 1404 
RNA polymerase sigma subunit composi- 
tion, 959 
RNA polymerase o* holoenzyme 
promoter selectivity, 4264 
round mutant 
division pattern, 5582 
rpmBG mutations 
ribosome assembly, 2486 
rpoB-rpoD interaction, 4292 
S. enterica 
plasmid transmission, 1614 
S. typhimurium pathogenicity island 2 
boundaries, 1105 
corresponding chromosomal region, 
1105 
SecA, 4003 
SecB 
carbon source-dependent synthesis, 
1077 
SecY-deficient membranes 
differential translocation, 7386 
sequence repeats 
short and long deletions, 6512 
serC (pdxF)-aroA operon 
regulation, 3458 
sfi-independent filamentation, 1931 
sigma 54 


DNA-binding determinants, 1239 
o*, 6862 


heat shock regulation of turnover, 445 
silver-resistant mutants, 6127 
SOS mutator activity, 7435 
ssi signal 
plasmid pGKV21, 5795 
ssp mutants, 2892 
starved cells 
pre-16S rRNA, 4457 
stpA 
environmental regulation of transcrip- 
tion, 909 
sucABCD 
aerobic regulation, 4138 
T. thermophilus shuttle integration vector 
system, 4811 
tauABCD operon 
CysB and Cbl regulatory proteins, 7671 
T-C cyclobutane dimer 
mutagenic properties, 2823 
tdc operon regulation 
Fnr and ArcA, 4868 
technetium 
reduction and removal from solution, 
2014 
temperature-sensitive mutant 
revertants with altered seryl-tRNA syn- 
thetase activity, 2446 
Tn5 transposase overproduction, 1704 
tna operon 
regulation, 1774 
TolA 
colicin El interaction, 3683 
TolB protein 
porin interaction, 7274 
tol-pal and cyd region, 2077 
TraM 
binding to TraD, 6133 
translation 
novel ribosome-associated protein, 4567 
TyrR 
interaction with tyrP operator, 1051 
ubiE gene, 1748 
upp expression 
regulation, 6665 
uup mutants, 2892 
vitamin K, biosynthesis, 6061 
Vsr nuclease, 6048 
D-xylose operons 
XyIR acts as transcriptional activator, 
7025 
Ethanol dehydrogenase gene 
E. coli 


regulation of expression by Cra, 7129 
Eubacteria 
molecular systematic studies 
sigma factors, 1734 
EUO gene 
C. trachomatis, 5928 
histone H1-like protease, 5928 
Evolutionary relationships 
Chlamydia, 4195 
exbBD genes 
N. meningitidis, 805 
Exo-B-1,3-glucanases 
A. fumigatus, 3154 
Exoenzyme S 
Exo53, 1609 
ExoS, 1609 
P. aeruginosa, 1609, 1646 
regulation 
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exsC and exsB, 1646 
Exoenzyme S regulon 
P. aeruginosa, 7165 
type III secreted products, 7165 
Exoribonucleases 
E. coli, 4391 
phosphate dependent, 4391 
polynucleotide phosphorylase, 4391 
RNase PH, 4391 
exp gene cluster 
R. meliloti, 1375 
Extracytoplasmic function sigma factor 
mycobacteria 
survival following stress, 2922 
Extradiol dioxygenases 
Terrabacter sp. strain DPO360 
dibenzofuran mineralization, 53 


F,F, ATP synthase 
C. thermoaceticum, 3746 
C. ther ph icum, 1714 
F plasmid 
site-specific recombination hot spot 
Tn2/ integron integrase, 4419 
F’ episome 
E. coli, 1550 
nonadaptive mutations, 1550 
fabAB operon 
P. aeruginosa, 5326 
Factor 390 
M. therm Ip hi um, 6640 
FadR global transcription factor 
DNA binding regulation, 1819 
E. coli, 1819 
farA gene 
Streptomyces sp. strain FRI-5, 5131 
Fatty acids 
P. furiosus, 2766 
T. maratima, 2/66 
fbpA gene 
N. gonorrhoeae, 3047 
FemA and FemB 
S. aureus, 7573 
femAB null mutant 
S. aureus 
methicillin resistant, 9 
femR315 gene 
S. aureus, 5321 
FepA-TonB interactions 
E. coli, 3213 
Fermentation enzyme genes 
E. histolytica 
bacterial origin, 3736 
Fermentation pathway 
B. subtilis, 6749 
[2Fe-2S] Ferredoxin 
R. capsulatus, 3304 
Ferrous iron uptake 
E. coli, 6201 
magnesium transport system, 6201 
S. typhimurium, 6201 
mutations 
E. coli, 41 
Fibronectin binding 
S. pyogenes 
rofA anaerobic activation, 6172 
Fibronectin binding protein genes 
S. aureus 
agr regulation, 5259 
Filamentous phage infection 
TolA protein, 6464 
fimA gene 
B. bronchiseptica, 7882 


X. campestris 
bundle-ferming fimbriae, 1280 

fimB expression 

E. coli, 6618 

repression by H-NS, 6618 
Fimbrial operons 

horizontal transfer, 317 

Salmonella serotypes, 317 
Fis 

transducing phage 

illegitimate recombination, 4239 

fis promoter region 

deletion analysis, 6367 

E. coli, 6367 
Fis-enhancer complex 

DNA bending, 4747 

Hin recombinational enhancer sequence, 

4747 

S. typhimurium, 4747 
flaA homolog 

B. burgdorferi, 552 
Flagella 


T. denticola 
irregular cell morphology, 1628 
periplasmic, 1628 
Flagellar export-switching machiaery 
S. typhimurium, 1268 
Flagellar genes 
cell cycle regulation, 5602 
E. coli, 5602 
Flagellar motor 
channel components, 5104 
sodium driven, 5104 
Vibrio spp., 5104 
Flagellar operon 
B. burgdorferi, 2289 
Flagellar sheath protein 
H. pylori, 5643 
Flagellar type III protein secretion system 
C. crescentus, 5355 
flil and fliJ components, 5355 
Flagellin genes 
A. salmonicida, 5292 
C. crescentus, 2281 
Flagellin structural gene 
B. pseudomallei, 2116 
Flavobacterium sp. strain ATCC 39723 
2,6-dichloro-p-hydroquinone chlorohydro- 


flagellar gene expression, 5574 
mucin adhesion, 5574 
P. aeruginosa, 5574 
figE gene 
C. coli, 4647 
4647 
fthD flagellar transcriptional activator 
E. coli 
cadA acid response gene, 3818 
fthDC master operon 
negative feedback from flagellum export 
defect, 5585 
P. mirabilis, 5585 
Fli proteins 
S. typhimurium 
flagellar assembly, 6092 
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fliG switch bias mutation 
motA and motB suppression, 2994 
S. typhimurium, 2994 
FLIRT system 
E. coli 
chromosomal targeting, 6076 
fik gene 
S. typhimurium 
flagellar morphogenesis, 2389 
Flolp flocculation protein 
cell surface anchoring, 4929 
localization, 4929 
S. cerevisiae, 4929 
FLP recombinase 
E. coli 
chromosomal targeting, 6076 
fnrL gene 
R. capsulatus, 7264 
FnrN 
R. leguminosarum 
nitrogen fixation and hydrogenase activ- 
ities, 5264 
Folate stress 
E. coli 
protein expression, 5648 
Formate dehydrogenase gene 
C. boidinii 
regulation, 4480 
Formate dehydrogenase operon 
M. thermoformicicum, 899 
transcription, 899 
Formyl coenzyme A transferase gene 
O. formigenes, 3378 
Formyi-tetrahydrofolate synthetase mutant 
S. mutans, 1563 
Francisella novicida 
valA 
temperature-sensitive lesions, 7638 
Fremyella diplosiphon 
complementary chromatic adaptation 
light intensity response mutants, 4599 
complementary chromatic adaptation mu- 
tants 
four-step phosphorelay system, 3914 
phycoerythrin biosynthesis 
role for cpeYZ, 998 
rpbA 
phycocyanin gene set transcription, 
7695 
FtsA 
FtsZ interaction, 5551 
FtsA-FtsZ interactions 
A. tumefaciens, 6788 
R. meliloti, 6788 
ftsK mutation 
E. coli, 5878 
ftsW gene products 
E. coli, 784 
FtsZ 
E. coli, 4277 
interaction 
FtsA, 5551 
GTP, 5551 
itself, 5551 
localization, 4277 
FtsZ homolog 
B. bacilliformis 
75-kDa antigen, 4545 
Fumarase C 
P. aeruginosa 
alginate producing, 1442 
iron deprivation, 1442 


S. boydii 

loss, 4493 
S. sonnei 

loss, 4493 
lase, 1521 

flbA gene 

H. pylori, 987 ; 
FleQ 
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Fur 
abundance, 243 
V. cholerae, 243 
fur mutants 
elevated alginate levels, 1452 
P. aeruginosa, 1452 
Fusobacterium mortiferum 
6-phospho-a-D-glucosidase, 4129 
phospho-B-glucosidase, 1636 


gal regulon repression 

E. coli 

roles of GalR and GalS, 228 

Galactose transporter 

catabolite inactivation, 1541 

S. cerevisiae, 1541 
galP1 promoter 

Streptomyces spp., 3222 
GalR 


E. coli, 228 
gapA and gapB deletions 
E. coli, 5218 
GATA factor Nil2p 
S. cerevisiae 
nitrogen regulation of gene expression, 
3761 
GATA factors 
S. cerevisiae 
nitrogen catabolic gene expression, 3416 
GDHs3 gene 
S. cerevisiae 
glutamate biosynthesis, 5594 
Gene expression 
B. subtilis sporulation, 3331 
Gene transcription 
E. coli, 163 
Genome sequence 
M. thermoautotrophicum, 7135 
Genome structure 
Brucella, 3244 
Genomes 
bacterial 
compositional biases and evolutionary 
implications, 3899 
Genomic fluidity 
B. pertussis, 5820 
Genomic organization 
T. ferrooxidans, 1946 
Gentamicin 2'-N-acetyltransferase 
P. stuartii, 4106 
gerC operon 
B. subtilis, 1417 
two cistrons, 1417 
Germination protease 
Bacillus spores, 1824 
zymogen, 1824 
gep/A mutant 
S. cerevisiae 
chitin increase, 463 
gigC gene 
Streptomyces coelicolor, 7784 
Gln3p 
minimal transactivation region, 7644 
S. cerevisiae, 7644 
ginB and ginA genes 
A. caulinodans, 3580 
ginB-type genes 
H. seropedicae, 4623 
mutant 
altered transcription activation specificity, 
1035 


B. subtilis, 1035 
B-1,3-Glucan synthase gene 
C. albicans, 4096 
Glucokinase 
E. coli, 1298 
Gluconate dehydrogenase 
E. cypripedii 
gene cluster encoding three subunits, 
6566 


Gluconate metabolism 
E. coli, 1584 
Glucose-1-phosphate utilization 
L. monocytogenes, 7174 
Glucose repression of xylose utilization 
B. megaterium 
glucose kinase contribution, 7603 
B-Glucoside utilization system 
B. subtilis, 496 
Glucosylglycerol transporter 
ggtA gene, 714 
Synechocystis sp. strain PCC 6803, 714 
Glucosyltransferases 
S. mutans, 3391 
Glutamate 
exchange with y-aminobutyrate, 3362 
Lactobacillus sp. strain E1, 3362 
Glutamate biosynthesis 
S. mutans 
citrate pathway, 650 
Glutamine phosphoribosylpyrophosphate 
amidotransferase 
NifS 
role in maturation, 7587 
Glutamine synthetase 
A. variabilis, 730 
Glutamine synthetase genes 
Synechocystis sp. strain PCC 6803 
transcriptional regulation in response to 
nitrogen, 2678 
Glutathione S-transferases 
bacterial, 1431 
minireview, 1431 
Glyceraldehyde-3-phosphate dehydrogenase 
C. albicans 
surface antigen, 4992 
Synechocystis sp. strain PCC 6803 
amphibolic role, 4513 
NAD(P) dependent, 4513 
Glycerate kinase activity 
M. extorquens gene, 4946 
Glycerol 
energy taxis 
E. coli, 3196 
S. typhimurium, 3196 
Glycerol transport 
S. cerevisiae, 7790 
Glycerol trinitrate reductase 
A. radiobacter, 7796 
Glycerophosphodiester phosphodiesterase 
homolog 
B. hermsii, 2238 
Glycine betaine 
Synechococcus sp. strain PCC 7942 
tolerance to low temperature, 339 
Glycine betaine binding protein OpuAC 
B. subtilis, 6213 
Glycogen gene cluster 
B. stearothermophilus, 4689 
Glycohydrolase 
R. rubrum 
chromatophores, 7872 
Glycolipids 
Thermus spp., 6154 
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Glycolytic flux 
S. cerevisiae 
ATP concentration, 7243 
Glycolytic gene fusion 
Oomycota, 6816 
Glycopeptide resistance genes 
E. faecium, 97 
Glycosylphosphatidylinositoi anchor synthe- 
sis 
S. cerevisiae, 2202 
Glycosyltransferases 
R. eutropha, 4061 
Glycylglycine endopeptidase 
S. capitis, 1193 
gntT gene 
E. coli, 1584 
Gram-positive bacteria 
surface analysis 
X-ray photoelectron spectroscopy, 1023 
Gram-positive cocci 
cell wall-cell division gene clusters, 5632 
pathogenic, 5632 
greA gene 
P. aeruginosa, 3043 
groE operon homolog 
Buchnera spp., 2300 
groESL operon 
heat induced, 487 
R. sphaeroides, 487 
grx gene expression 
E. coli, 5967 
induction by peroxide stress, 5967 
TP 


FtsZ interaction, 5551 
GTP-binding protein gene 
C. crescentus, 6426 
GUA initiation codons 
E. coli rec] gene, 6705 
IF3-mediated suppression, 6705 
Guanosine kinase gene 
B. acetylicum, 6959 
GyrA protein splicing element 
M. xenopi, 6378 
minimal intein, 6378 


H,S and H, production 

S. typhimurium 

F,F, ATP synthase activity, 6736 

Haemocin immunity gene 

H. influenzae, 1684 
Haemophilus ducreyi 

lipooligosaccharide biosynthesis mutant, 

5062 


major outer membrane protein 
OmpA homologs, 1764 
Haemophilus influenzae 
acrAB homolog 
multidrug efflux pump, 6855 
atpA 
role in transformation, 7315 
dprABC genes 
tfoX gene product for transcriptional 
activation, 4815 
haemocin immunity gene, 1684 
pilus subunits, 4227 
Haemophilus somnus 
phage-like DNA 
homologous to P2 and HP1, 1872 
DL-2-Haloacid dehalogenase 
Pseudomonas sp. strain 113, 4232 
Halobacterium salinarium 
HtrXI solubie transducer protein, 2963 
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Halocin H4 gene 

H. mediterranei, 548 
Haloferax mediterranei 

halocin H4 gene, 548 
Haloferax volcanii 

heat shock genes 

transcription regulation, 6318 

Halophilic prokaryotes 

osmotically induced response, 5471 
HBsu 


association with nucleoid, 2060 
B. subtilis, 2060 
histone-like protein, 2060 
Heat shock genes 
H. volcanii 
transcription regulation, 6318 
Heat shock protein 70 homologs 
prokaryote phylogeny, 345 
Heat-stable enterotoxin I 
E. coli, 3383 
extracellular secretion, 3383 
HelA protein 
R. capsulatus 
cystic fibrosis transmembrane regulator 
F508 region, 7869 
Helicobacter pylori 
ABC transporter 
urease activity, 5892 
flagellar sheath protein, 5643 
fibA, 987 
hpyIM product 
CATG modification, 6807 
lipid A 
structural characterization, 6453 
phosphatidylserine synthase gene, 4970 
RpoD major sigma factor 
divergence, 6196 
stress adaptation and motility operon, 
4676 


UreC phosphoglucosamine mutase, 3488 
vapD chromosomal region 
genetic diversity, 2852 
hemB gene 
B. japonicum 
oxygen control, 3706 
hemB mutant 
S. aureus, 4706 
Heme acquisition system 
hemophore dependent, 3572 
S. marcescens, 3572 
Heme biosynthesis 
S. typhimurium 
regulation, 2907 
Heme compounds 
rhizobia 
nonpathogenic, 3076 
Heme synthesis 
E. coli 
regulation, 4583 
Hemin binding 
P. gingivalis, 620 
P. intermedia, 620 


Hemolysin BL 
B. cereus, 2551 
L, and L, genes, 2551 


hetC gene 
Anabaena sp. strain PCC 7120 


heterocyst differentiation, 6971 
HF-I RNA-binding protein 
E. coli, 297 
global regulatory role, 297 
HfiB protease 
E. coli, 358 
inhibitor degradation, 358 
hisCGAB,FDEHI gene cluster 
evolutionary analysis, 4429 
S. solfataricus, 4429 
Histidine kinase gene 
Rhodococcus sp. strain M5, 2772 
Histidine operon promoter mutants 
S. typhimurium 
altered regulation, 5211 
HlyA hemolysin 
E. coli, 5959 
incomplete activation, 5959 
hlyCABD operon 
E. coli, 3519 
transcription enhancement, 3519 
hmp gene expression 
E. coli, 3164 
paraquat regulation, 3164 
Ans mutant 
DNA supercoiling, 3528 
E. coli, 3528 
Homocitrate synthase 
A. vinelandii, 5963 
nifV encoded, 5963 
Homoserine lactone autoinducer 
X. nematophilus 
regulation of virulence, 5288 
Homoserine O-acetlytransferase 
L. meyeri, 4396 
Hook length control 
R. sphaeroides 
mutant, 6581 
Host adaptation 
Bordetella spp., 6609 
Host cell energetics 
bacteriophage PRD1 entry, 5203 
Housekeeping genes 
B. japonicum, 364 
HPI catalase 
E. coli, 4158 
stationary-phase induction, 4158 
hpp operon 
R. globerulus, 6145 
hpyIM product 
H. pylori 
CATG modification, 6807 
hrpA and hrpC operons 
E. amylovora . 
harpin secretion, 1690 
HrpA protein 
M. bovis BCG, 6495 
HrpZ 
P. syringae pv. syringae 
altered localization in secretion mu- 
tants, 3866 
HslVU 
E. coli 
turnover of o*? and abnormal proteins, 
7219 
htpG gene 
B. subtilis, 3103 
htrB gene 
S. 
mutation, 5521 
HtrXI soluble transducer protein 
H. salinarium, 2963 


HU 
E. coli, 3494 
effects on initiation, partitioning, and divi- 
sion, 3494 
HupT 
R. capsulatus 
hydrogenase gene expression, 968 
HupUV proteins 
H, binding, 290 
R. capsulatus, 290 
hya and cbdAB-appA induction 
E. coli, 2141 
effects of o* and AppY, 2141 
Hydrogen peroxide regulation 
E. coli, 382 
Hydrogen regulation 
M. thermoautotrophicum, 889 
Hydrogenase biosynthesis 
B. japonicum 
roles of HoxX and HoxA, 3676 
Hydrogenase gene expression 
Alcaligenes spp. 
hydrogen dependent, 1655 
3-Hydroxy-3-methylglutaryl coenzyme A re- 
ductase 
S. solfataricus, 3632 
4-Hydroxybenzoate 1-nydroxylase (decar- 
boxylating) 
C. parapsilosis, 6680 
4-Hydroxybenzoyl coenzyme A reductase 
R. palustris, 634 
3-Hydroxybutyrate oligomer hydrolase 
Pseudomonas sp. strain Al, 72 
Hydroxyneurosporene desaturase 
R. sphaeroides, 7462 
3-(3-Hydroxyphenyl)propionate catabolic 
pathway 
E. coli, 2573 
Hyphomonas species 


membrane structure, 148 


icd gene expression 
E. coli, 4299 
regulation by arcA and fnr gene products, 
4299 


ileS gene 
S. aureus, 3767 
Illegitimate recombination 
E. coli, 5380 
restriction and homologous interaction, 
5380 
ilvVGMEDA operon 
E. coli, 2086 
growth rate-related regulation, 2086 
Immunophilin-like genes 
A. hydrophila, 3397 
ilpA and fkpA, 3397 
IMP dehydrogenase gene 
C. albicans, 2331 
overexpression, 2331 
IncB plasmid 
E. coli, 742 
replication control 
antisense and target RNA, 742 
Incompatibility group H plasmids 
S. typhimurium 
lipopolysaccharide mutations, 952 
recipient ability, 952 
IncP plasmid mating pair formation com- 
lex 
PRD1 receptor mutations, 
4733 
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_ P. gingivalis, 1898 

Herbaspirillum seropedicae 

ginB-type genes, 4623 
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IncP plasmids 
mating pair formation apparatus 
transcriptional and translational control, 


1 

IncQ plasmid R1162 

resistance gene acquisition, 5947 
Inhibitory activity 

RepC/RepC’, 141 
Initiation factor IF2 

S. aurantiaca, 2348 
InsA protein 

functional domains, 6238 

IS2, 6238 
Insertion elements 

P. gingivalis 

second endogenous, 3808 

Insertion sequence IS/381 

S. pneumoniae, 2459 
Integrase 

L. delbreuckii bacteriophage mv4, 1837 
Integrase mutants 

bacteriophage 

second-site revertants, 4030 

Integrase-mediated DNA cleavage 

Tn916, 1117 
Integration host factor 

S. 


positive regulation of virulence genes, 
6537 
Integration host factor-DNA complex 
E. coli, 3073 
Introns 
cyanobacterial tRNA genes 
group I, 6798 
origin and evolution, 6798 
L. lactis subsp. lactis 
group II, homing, 6107 
inv-spa invasion gene ‘complex 
S. enterica, 1985 
Ionizing-radiation DNA damage repair 
P. furiosus, 4643 
Iron oxygenases 
multicomponent nonheme, 3549 
P. putida, 3549 
Iron utilization 
A. actinomycetemcomi 
periplasmic protein, 4949 
C. diphtheriae 
host sources, 838 
Iron utilization locus 
Campylobacter strains, 3997 
IS2 
InsA protein 
functional domains, 6238 
E. coli, 7551 
terminal inverted repeats 
transposition targets, 7551 
IS/415 
R. erythropolis, 4635 
transposition, 4635 
Isobutylamine N-hydroxylase gene 
S. viridifaciens, 409 
Isochorismate synthase 
E. coli 
menaquinone (vitamin K,) biosynthesis, 
3133 
Isocitrate dehydrogenase gene 
E. coli, 6551 
evolutionary genetics, 6551 
S. enterica, 6551 
Isocitrate dehydrogenase gene deletion 
B. subtilis 


block in sporulation, 4725 
Isopropylmalate dehydrogenase 
Sulfolobus sp. strain 7, 1174 
ispB gene 
E. coli 
octaprenyl diphosphate synthase, 
3058 


Iterative type II polyketide synthases 
genes from uncultured microorganisms, 
7360 


K antigens 
R. fredii, 5366 
Kanamycin resistance 
M. smegmatis, 4795 
katB mRNA regulation 
B. fragilis, 7033 
carbon limitation, 7033 
oxidative stress, 7033 
katG region 
M. leprae, 3053 
katGI and katGII 
M. fortuitum, 6880 
kdp operon 
S. typhimurium, 3061 
transcriptional regulation, 3061 
kdp system 
C. acetobutylicum, 4501 
a-Keto acids 
S. typhimurium 
iron-regulated excretion, 4538 
a-Ketoglutarate dehydrogenase 
B. japonicum 
requirement, 194 
Ketosteroid isomerase 
P. putida, 7742 
Klebsiella aerogenes 
urease 
metallocenter assembly, 4081 
UreD-UreF-UreG complex, 4081 
UreG, 4081 
Klebsiella pneumoniae 
acoK, 1497 
D-arabinitol-ribitol transporter hybrids, 6014 
microcin E492 
immunity to, 4789 
production, 4789 
NtrC 
NifL activity, 7446 
T 


E. coli, 1400 


Lac Ara* mutants 
E. coli 
regulation by H-NS and RpoS, 4620 
lac operon 
L. casei 
lacT, 1555 
transcriptional antiterminator, 1555 
lac promoter 
E. coli 
-45 region, 423 
lac repressor 
E. coli 
insertion mutagenesis, 3721 
lacA and lacR genes 
B. subtilis, 5636 
Lactobacillus brevis 
S-layer gene, 284 
Lactobacillus casei 
catabolite repression 
CcpA mediated, 6657 
lac operon 
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lacT, 1555 
transcriptional antiterminator, 1555 
peptidoglycan structure, 6208 
Lactobacillus delbrueckii 
mv4 bacteriophage 
integrase-mediated plasmid integration, 
1837 
Lactobacillus fermentum 
nitric oxide synthesis, 7812 
surface protein, 3310 
Lactobacillus helveticus 
endopeptidase 
thiol dependent, 2529 
Lactobacillus pentosus 
XylAB operon, 5391 
Lactobacillus plantarum 
alanine racemase gene, 3804 
arginine biosynthesis and regulation, 2697 
citrulline biosynthetic cluster, 2697 
cold-inducible genes 
cspL and cspP, 3039 
Lactobacillus sp. strain E1 
glutamate 
exchange with y-aminobutyrate, 3362 
Lactococcus lactis 
bacteriophage defense 
triggered-suicide system, 6741 
bacteriophage 31 
AbiA sensitivity, 2949 
cspB 
cold shock-inducible gene, 5589 
nisin pore formation, 135 


duplication, 4164 
pepV dipeptidase gene, 3410 
, 5884 
pyruvate metabolism, 5282 
UV-sensitive mutants, 4473 
Lactococcus lactis subsp. lactis 
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